REPLACING L-AMINO ACID WITH D-AMINO ACID RESIDUES ON AN

ULTRASHORT CATIONIC LIPOPEPTIDE TO IMPROVE ANTIMICROBIAL ACTIVITY

Patricia Joy Sabido (Student), Mara Esguerra (Adviser), Riel Carlo Ingeniero (Teacher)

_________ntoduction “ Conclusion

There is an urgent need to develop new antimicrobial agents due to the growing resistance
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